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Senior Scientist, The Sainsbury Laboratory, John Innes Centre, Norwich Research Park, UK
Professor of Biology, Univ. of East Anglia, Norwich, UK

Head, The Sainsbury Laboratory, Norwich Research Park, UK

Honorary Professor, Univ. of East Anglia, Norwich, UK

Professor, Dept. Plant Pathology, Ohio State Univ, Ohio Ag Res Dev Center (OARDC), Wooster
Associate Professor, Dept. Plant Pathology, Ohio State Univ, OARDC, Wooster

Assistant Professor, Dept. Plant Pathology, Ohio State Univ, OARDC, Wooster

Senior Research Scientist, Dept. Phytopathology, Wageningen Univ, The Netherlands

Postdoc, NSF Ctr for Engineering Plants for Resistance Against Pathogens (CEPRAP), UC Davis
Research Assistant, Dept. Plant Pathology and Genetics Graduate Group, UC Davis

Research Assistant, The Wistar Institute, Philadelphia, Pennsylvania, USA

EMBO (elected member).

Thomson Reuters Highly Cited Researcher

American Association for the Advancement of Science (elected fellow)

American Phytopathological Society Noel Keen Award

Académie d'Agriculture de France (elected member “correspondant étranger”)
Academia Europaea (elected member).

Daiwa Adrian Prize (scientific collaboration between Japanese and British research teams)
WE. Krauss Director’'s Award for Excellence in Graduate Research Mentorship, OARDC
Pomerene Teaching Award, CFAES, Ohio State University

OARDC Junior Faculty Research Award

American Phytopathological Society Syngenta Award

Teaching Activities

Plant Pathology 703, Agricultural Genomics: Principles and Applications (3 cr)
Plant Pathology 602, Plant-Microbe Interactions (3 cr)
Workshops "Molecular Phylogeny" and “Don't Perish: Writing and publishing a scientific paper”

Professional Activities

2014

2012
2012-present
2011
2012-2014
2010-present
2009-present

Member, Gregor Mendel Institute of Molecular Plant Biology Science Advisory Board.
Experimental Plant Science Graduate School Advisory Board (Netherlands).
Adivsory Board, Center for Applied Plant Science, Ohio State University.

INRA Département Santé des Plantes et Environnement Advisory Board (France).
President, International Society for Molecular Plant-Microbe Interactions (IS-MPMI).
Member, Max Planck Institute for Terrestrial Microbiology Science Advisory Board.
Member, Two Blades Foundation Science Advisory Board.
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2008-09
2008
2008

2008
2008

2008
2008-present
2008
2007
2007

2006-2009
2006-2009
2005
2004

2004-2005
2003-2008
2002

2003
2003

2003
2002

2002-2005
2001-2005

Organizer, 12" New Phytologist Symposium “Effectors in Plant-Microbe Interactions”.

Think Tank "Exploiting Puccinia graminis f. sp. tritici genome information to control wheat stem
rust’, San Diego, CA.

Co-editor, Oomycete Molecular Genetics and Genomics, John Wiley & Sons.

Co-editor, Current Opinion of Plant Biology.

Review of Deutsche Forschungsgemeinschaft (DFG)-Research Unit "Mechanisms of compatibility:
Reprogramming of plant metabolism by fungal effector molecules".

BBSRC Plant and Microbial Sciences Committee for Evaluation of Responsive Mode Portfolio.
Scientific committee and Chair “Molecular biology of host-pathogen interactions”, Third
International late blight conference.

Chair, Workshop “Pathogen genomes”, Keystone Symposium Plant Innate Immunity.

Member, BASF Science Panel.

Evaluation Committee INRA Laboratory "Santé de la Vigne et Qualité du Vin", Colmar, France.
Chair, session “Plant/Environment Interactions”, 4™ Solanaceae Genomics Workshop.

Chair, session “Pathogenic and symbiotic interactions (fungi and oomycetes)’, 13" IS-MPMI
Congress.

Monitoring Editor, Plant Physiology.

Editor In Chief, IS-MPMI Reporter.

Chair, session "Genomes and Evolution", 23d Fungal Genetics Conference.

Chair, symposium "Suppression of Host Defense Responses by Pathogens", Annual Meeting of
the American Phytopathological Society.

Member, American Phytopathological Society committee on “Priorities for Plant Pathology”.

Senior Editor, Molecular Plant Pathology.

Chair, symposium "Genomics of Plant-Pathogen Interactions", Annual Meeting of the American
Phytopathological Society.

Topical Editor, Encyclopedia of Plant and Crop Science: Fungal and oomycete diseases.

Panel member, USDA National Research Initiative Competitive Grants Program “Functional
Genomics of Agriculturally Important Microbes”.

Invited participant, colloquium on Genomes and Pathogenesis, organized by the American
Academy of Microbiology.

Invited participant, workshop on Research Priorities for Genomic Analysis of Plant-Associated
Microorganisms, organized by the American Phytopathological Society Public Policy Board.
Advisory Committee, NSF Research Collaboration Network on Phytophthora Molecular Genetics.
Advisory Committee, Potato Genome Project, NSF Plant Genome Program.

Research Funding (selected)

2012-2017
2011-2014
2011-2014
2008-2011

2008-2010

2005-2007
2005-2007
2005-2006
2004-2007
2003-2004
2002-2006
1999-2002

“Next generation disease resistance breeding in plants”. ERC Advanced Investigator. €2,500,000.
“Mechanisms of virulence and avirulence in the Avr3a family of Phytophthora”. BBSRC, £280,000.
“A pipeline to identify durable late blight disease resistance in potato”. BBSRC, £300,000.

“Role of the Phytophthora infestans secreted kinase CRN8 in plant disease”. BBSRC,
£353,325.12.

“Monitoring of AvrBIb1 and AvrBIb2 genes in Phytophthora infestans populations”. BASF Plant
Science, £110,725.

“Genome Sequence of P. infestans”. NSF-USDA Microbial Genome Sequencing. $3,745,458.
“Genome sequence of P. capsici”. NSF-USDA Microbial Genome Sequencing. $1,729,226.

“Avr genes of Phytopthora infestans”. BASF Plant Science, $140,022.

“P. infestans protease inhibitors”. USDA-NRICGP Biology of Plant Microbe Associations, $365,606.
“Microbial Genome Sequencing: Phytophthora”. NSF Emerging Frontiers. $457,000.

"Functional Genomics of Phytophthora ". NSF Plant Genome Research Program, $1,891,617.

“P. infestans transcriptome” Syngenra Crop Protection, $666,635.
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2008 Regine Kahman’s 60" Birthday Symposium, Max-Planck-Institute for Terrestrial Microbiology, Marburg,
Germany.

2008 Warwick HRI, Wellesbourne, Warwick, United Kingdom.

2008 50th Anniversary of the Department of Genetics, Smurfit Inst., Trinity College, Dublin, Ireland.

2008 International Congress of Plant Pathology, session "Host-pathogen interactions”, Torino, Italy.

2008 Gatsby Plant Science Network Annual Meeting, Pembroke College, Oxford University.

2008 Gordon Research Conference “Cellular and Molecular Fungal Biology”, Holderness, New Hampshire.

2008 4th European Plant Science Organization (EPSO) Conference “Plant for Life”, Toulon, France .

2008 BioExploit Summer School ‘On the evolution of plant pathogen interactions: from principles to practice’,
Wageningen, the Netherlands.
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2008 Department of Plant Pathology, University of Wisconsin, Madison.

2008 Third International late blight conference, Scientific committee and Chair “Molecular biology of host-pathogen
interactions”, Beijing, China.

2008 Dept. of Plant Pathology, National Taiwan University, Taipei, Taiwan.

2008 Advances in Plant-Microbe Interactions, Academia Sinica, Taipei, Taiwan.

2008 Keystone Symposium, Plant Innate Immunity, Workshop chair “Pathogen genomes”, Keystone, Colorado.

2007 Biology Department, Imperial College, London, United Kingdom.

2007 Keynote presentation at the Society of Irish Plant Pathologists Annual Meeting, Carlow, Ireland.

2007 John Innes Centre Annual Science Meeting, Norwich, United Kingdom.

2007 Solanaceae Genomics, Chair of the session “Plant/Environment Interactions”, Jeju Island, Korea.

2007 Institute of Vegetables and Flowers, Chinese Academy of Agriculture Sciences, Beijing, China.

2007 13th International Congress of Molecular Plant-Microbe Interactions, Chair of the session “Pathogenic and
symbiotic interactions (fungi and oomycetes)”, Sorrento, Italy.

2007 The Downy Mildews, 2" International Symposium, Olomouc, Czech Republic.

2007 CSIRO Transformational Biology Workshop, Canberra, Australia.

2007 International Meeting “Communication in Plants and their Response to the Environment®, Halle, Germany.

2007 BASF Plant Sciences, Ludwigshafen, Germany.

2007 24th Fungal Genetics Conference, Workshop, Asilomar, Pacific Grove, California.

2007 Department of Plant Pathology, Michigan State University, East Lansing.

2007 Department of Microbiology, University of Florida, Gainesville.

2007 Fungal Genomics Workshop at Plant & Animal Genomics Conference, San Diego, CA.

2006 Case Western Reserve University, Cleveland, Ohio.

2006 Hokkaido University, Sapporo, Japan.

2006 Iwate Plant Science Symposium, The Frontier of Molecular Plant Biology, Morioka, Japan.
2006 Department of Plant Pathology, University of Tokyo, Japan.

2006 Stadler Symposium “Genomics of Disease”, Columbia, Missouri.

2006 VI International Solanaceae Conference, Madison, Wisconsin.

2006 C.I. Kado retirement colloguium, UC Davis.

2006 Department of Plant Biology, UC Berkeley.

2006 Plant Biology, Indiana University, Bloomington, Indiana.

2006 Department of Microbiology and Plant Pathology, Texas A&M.

2006 Department of Plant Pathology, UC Riverside.

2006 Center for Integrative Fungal Genomics at North Carolina State University.

2005 12th International Congress of Molecular Plant-Microbe Interactions, Session Fungal-Plant Interactions, Merida,
Mexico.

2005 University of Mar del Plata, Argentina.

2005 INTA, Balcarce, Argentina.

2005 Plant Biology Lectures, Buenos Aires, Argentina.

2005 The Sainsbury Laboratory, Norwich, United Kingdom.

2005 Plant Research International, Wageningen, the Netherlands.

2005 NSF Potato Genome Project Annual Meeting, University of Minnesota, St Paul.

2005 Department of Plant Microbiology & Pathology, University of Missouri, Columbia.

2005 23d Fungal Genetics Conference, Session "Fungal Interactions", Asilomar, Pacific Grove, California.

2005 Department of Plant Pathology, University of Minnesota, St Paul.

2004 Department of Biology, College of Wooster.

2004 Department of Plant Pathology, Pennsylvania State University.

2004 Iwate Biotechnology Research Center, Kitakami, Japan.

2004 College of Agriculture and Life Sciences, Seoul National University, Republic of Korea.

2004 Iwate Biotechnology Research Center, Kitakami, Japan.

2004 20th Anniversary Meeting of the Korean Society of Plant Pathology, Pyungchang, Republic of Korea.
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2004 Division of Genomics, Korean Research Institute of Biology and Biotechnology, Taejon, Republic of Korea.

2004 7th Conference of the European Foundation for Plant Pathology & British Society for Plant Pathology
Presidential Meeting, Discovery, Development and Delivery In Plant Pathology, Aberdeen, Scotland, United
Kingdom.

2004 Institute of Medical Sciences, University of Aberdeen, Scotland, United Kingdom.

2004 The Sainsbury Laboratory, Norwich, United Kingdom.

2004 NorFA Course 'Oomycetes —Plant-Pathogen Interactions’, Aas, Norway.

2004 Department of Horticultural and Crop Sciences, The Ohio State University, Wooster, OH.

2004 Syngenta Phytophthora Consortium meeting, New Orleans, LA.

2004 National Agronomic Institute of Tunisia (INAT), Tunis, Tunisia.

2004 Department of Plant Pathology, Cornell University.

2004 Department of Microbiology, The Ohio State University, Columbus, OH.

2004 Plant, Animal, & Microbe Genomes XII Program, Workshop Host-Pathogen Interactions.

2004 Plant, Animal, & Microbe Genomes XII Program, Workshop Solanaceae.

2003 Woody Plant Genomics Symposium at the University of Tennessee, Knoxville, TN.

2003 Keynote presentation at the North Central American Phytopathological Society Annual Meeting, Mini-
symposium “Phytophthora”, East Lansing, MI.

2003 2nd International Aphanomyces Symposium, Pasco, WA.

2003 Fungal Genetics Conference, Session "Genomes and Evolution", Asilomar, Pacific Grove, CA.

2003 International Congress of Plant Pathology, Symposium "Molecular Plant-Fungal Interactions", Christchurch,
New Zeland.

2003 International Congress of Plant Pathology, Session "Resistance Genes in the Genomics Era", Christchurch,
New Zeland.

2002 INRA-CNRS Laboratory of Molecular Biology of Plant-Microbe Interactions, Castanet-Tolosan, France.

2002 The Sainsbury Laboratory, Norwich, United Kingdom..

2002 10th New Phytologist Symposium on Functional Genomics of Plant-Microbe Interactions, Nancy, France.

2002 Annual Meeting of the American Phytopathological Society, Symposium "Genomics of Plant-Pathogen
Interactions", Milwaukee, Wisconsin.

2002 University of Munich, Germany.

2002 Max-Planck-Institute for Terrestrial Microbiology, Marburg, Germany.

2002 International Potato Center, Global Initiative on Late Bligh 2002 Conference, Hamburg, Germany.

2002 Max-Planck-Institute for Plant Breeding Research, Cologne, Germany.

2002 Department of Plant Breeding, Wageningen Agricultural University, The Netherlands.

2002 Department of Molecular Genetics, Utrecht University, The Netherlands.

2002 Gordon Research Conference on Cellular and Molecular Mycology, Session "Fungal Pathogens of Plants”,
Plymouth, New Hampshire.

2002 Syngenta Phytophthora Consortium meeting, Aberdeen, Scotland.

2002 Phytopathology Graduate Course, organized by the National Center for Competence in Research, Plant
Survival, Université de Neuchétel, Switzerland.

2002 Plant, Animal, & Microbe Genomes X Program, Workshop "Plant Interactions with Pests and Pathogens", San
Diego, California.

2001 Discovery Seminar Series of Dow AgroSciences, Indianapolis, Indiana.

2001 Syngenta Phytophthora Consortium meeting, Hangzhou, China.

2001 11th Annual Retreat of the NSF Center for Engineering Plants for Resistance Against Pathogens, Marconi
Center, California.

2001 DOE Plant Research Laboratory, Michigan State University, East Lansing.

2001 Oomycete Genetics 2001, Wooster, OH.

2001 10th International Congress of Molecular Plant-Microbe Interactions, Session Functional Genomics and
Biotechnology, Madison, Wisconsin.
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2001 Annual Meeting of Canadian Phytopathological Society, Symposium “Genomics and Plant Pathology: Where
are We and Where are We Going?, London, Ontario, Canada.

2001 21st Fungal Genetics Conference, Oomycetes Workshop, Asilomar, Pacific Grove, CA.

2001 Syngenta Phytophthora Consortium meeting, Asilomar, Pacific Grove, CA.

2001 Functional genomics seminar series, Genetics Graduate Program, University of California, Davis. Jointly
sponsored by the Department of Plant Pathology.

2001 Department of Horticultural and Crop Sciences, The Ohio State University, Wooster, OH.

2001 Agricultural Microbes Genome Il, Functional Genomics Session, San Diego, CA.

2000 3nd Annual Plant Molecular Biology and Biotechnology Research Symposium, The Ohio State University,
Columbus , OH.

2000 Colloquium of the Molecular, Cellular, and Developmental Biology Graduate Program, Columbus , OH.

2000 Department of Plant Pathology, University of Brasilia, Brazil.

2000 Novartis Agribusiness Research Institute, Research Triangle Park, North Carolina.

2000 Department of Phytopathology, Wageningen Agricultural University, The Netherlands.

2000 Scottish Crop Research Institute, Dundee, Scotland.

2000 2nd Meeting of the Novartis Phytophthora Consortium, Zurich, Switzerland.

2000 Agriculture-AgriFood Canada, London, Ontario, Canada.

2000 Panel discussion on Genetically Modified Organisms, Department of Horticulture & Crop Sciences, Wooster,
OH.

1999 Potato Late Blight Symposium, Global Conference on Potato, New Delhi, India.

1999 Phytophthora Molecular Genetics Symposium: Beyond Y2K, Wooster, OH.

1999 University of Massachusetts, Amherst, MA.

1999 Soybean Biotechnology Disease Group meeting, St Louis, MI.

1999 2nd Annual Plant Molecular Biology and Biotechnology Research Symposium, The Ohio State University,
Columbus , OH.

1999 Department of Plant Biology, The Ohio State University, Columbus , OH.

1999 Department of Botany and Plant Pathology, Purdue University, West Lafayette, IN.

1999 9th International Congress on Molecular Plant-Microbe Interactions, Amsterdam, “Plant Pathogenic Fungus
Interactions” Session. The Netherlands.

1999 Department of Plant Pathology, North Carolina State University, Raleigh, NC.

1999 1st Meeting of the Novartis Phytophthora Consortium, Fearrington Country Inn, Chapel Hill, NC.

1999 20th Fungal Genetics Conference, Oomycetes Workshop, Asilomar, Pacific Grove, CA.

1999 Workshop on constructing a molecular toolkit for developing country research, Global Initiative on Late Bligh
1999 Conference “Late Blight: A Threat to Global Food Security”, Quito, Ecuador

1999 Soybean Disease Biotechnology Group, lowa State University, Ames, IA.

1998 Department of Biology, Bowling Green State University, Bowling Green, OH.

1998 Department of Biology, College of Wooster, Wooster, OH.

1998 Department of Plant Pathology, The Ohio State University, Wooster, OH.

1998 Recent Advances in Phytophthora Molecular Genetics Symposium, Edinburgh, Scotland.

1998 Phytophthora Genome Initiative Meeting, National Center for Genome Resources, Santa Fe, NM.
1998 Department of Plant Pathology, Cornell University, Ithaca, NY.

1998 Novartis Inc., Research Triangle Park, NC.

1998 Department of Horticultural and Crop Sciences, The Ohio State University, Wooster, OH.

1997 Institute of Plant Biochemistry, Halle, Germany.

1997 Sainsbury Laboratory, Norwich, United Kingdom.

1997 Ohio Research and Development Center, Wooster, Ohio, and the Ohio State University, Department of Plant
Pathology, Columbus Ohio.

1997 5th International Congress of Plant Molecular Biology, Singapore.

1995 Fourth International Symposium on the Molecular Biology of the Potato, Wageningen, the Netherlands.

1993 17th Fungal Genetics Conference, Asilomar, Pacific Grove, CA.
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1993 Department of Plant Pathology, University of California, Riverside.
1989 Fallen Leaf Lake conference on the molecular biology of bacterial plant pathogens, Lake Tahoe, CA.
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