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Curriculum vitae: Sophien Kamoun 
 

The Sainsbury Laboratory, Colney Lane, Norwich NR4 7UH, United Kingdom 
Phone: 44(0)1603 450410, e-mail: sophien.kamoun@tsl.ac.uk 
Lab web page: www.KamounLab.net 
 

Education 
 

Pierre & Marie Curie Univ., Paris, France  Cell Biology and Genetics  Maitrise  1987 
University of California, Davis, USA   Genetics    PhD  1991 
NSF CEPRAP, UC Davis, USA   Molecular Plant Pathology  Postdoc  1991-94 
 

Appointments 
 

2007-present Senior Scientist, The Sainsbury Laboratory, John Innes Centre, Norwich Research Park, UK 
2012-present Professor of Biology, Univ. of East Anglia, Norwich, UK 
2009-2014 Head, The Sainsbury Laboratory, Norwich Research Park, UK 
2009-2012 Honorary Professor, Univ. of East Anglia, Norwich, UK 
2006-2007 Professor, Dept. Plant Pathology, Ohio State Univ, Ohio Ag Res Dev Center (OARDC), Wooster 
2002-2006 Associate Professor, Dept. Plant Pathology, Ohio State Univ, OARDC, Wooster 
1998-2002 Assistant Professor, Dept. Plant Pathology, Ohio State Univ, OARDC, Wooster 
1994-1997 Senior Research Scientist, Dept. Phytopathology, Wageningen Univ, The Netherlands 
1991-1994 Postdoc, NSF Ctr for Engineering Plants for Resistance Against Pathogens (CEPRAP), UC Davis 
1987-1991 Research Assistant, Dept. Plant Pathology and Genetics Graduate Group, UC Davis 
1986  Research Assistant, The Wistar Institute, Philadelphia, Pennsylvania, USA 
 

Awards 
 

2014  EMBO (elected member). 
2014-2015 Thomson Reuters Highly Cited Researcher 
2013  American Association for the Advancement of Science (elected fellow) 
2013  American Phytopathological Society Noel Keen Award 
2012  Académie d'Agriculture de France (elected member “correspondant étranger”) 
2012  Academia Europaea (elected member). 
2010  Daiwa Adrian Prize (scientific collaboration between Japanese and British research teams) 
2006  WE. Krauss Director’s Award for Excellence in Graduate Research Mentorship, OARDC 
2004  Pomerene Teaching Award, CFAES, Ohio State University 
2004  OARDC Junior Faculty Research Award 
2003  American Phytopathological Society Syngenta Award 
 

Teaching Activities 
 

Plant Pathology 703, Agricultural Genomics: Principles and Applications (3 cr) 
Plant Pathology 602, Plant-Microbe Interactions (3 cr) 
Workshops "Molecular Phylogeny" and “Don't Perish: Writing and publishing a scientific paper” 
 

Professional Activities 
 

2014  Member, Gregor Mendel Institute of Molecular Plant Biology Science Advisory Board. 
2012  Experimental Plant Science Graduate School Advisory Board (Netherlands). 
2012-present Adivsory Board, Center for Applied Plant Science, Ohio State University. 
2011  INRA Département Santé des Plantes et Environnement Advisory Board (France). 
2012-2014 President, International Society for Molecular Plant-Microbe Interactions (IS-MPMI). 
2010-present Member, Max Planck Institute for Terrestrial Microbiology Science Advisory Board. 
2009-present Member, Two Blades Foundation Science Advisory Board. 
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2009  Organizer, 12th New Phytologist Symposium “Effectors in Plant-Microbe Interactions”. 
2009  Think Tank ”Exploiting Puccinia graminis f. sp. tritici genome information to control wheat stem  
  rust”, San Diego, CA. 
2008-09  Co-editor, Oomycete Molecular Genetics and Genomics, John Wiley & Sons. 
2008  Co-editor, Current Opinion of Plant Biology. 
2008  Review of Deutsche Forschungsgemeinschaft (DFG)-Research Unit "Mechanisms of compatibility:  
  Reprogramming of plant metabolism by fungal effector molecules". 
2008 BBSRC Plant and Microbial Sciences Committee for Evaluation of Responsive Mode Portfolio. 
2008 Scientific committee and Chair “Molecular biology of host-pathogen interactions”, Third 

International late blight conference. 
2008 Chair, Workshop “Pathogen genomes”, Keystone Symposium Plant Innate Immunity. 
2008-present Member, BASF Science Panel. 
2008 Evaluation Committee INRA Laboratory "Santé de la Vigne et Qualité du Vin", Colmar, France. 
2007 Chair, session “Plant/Environment Interactions”, 4th Solanaceae Genomics Workshop. 
2007 Chair, session “Pathogenic and symbiotic interactions (fungi and oomycetes)”, 13th IS-MPMI 

Congress. 
2006-2009 Monitoring Editor, Plant Physiology. 
2006-2009 Editor In Chief, IS-MPMI Reporter. 
2005 Chair, session "Genomes and Evolution", 23d Fungal Genetics Conference.   
2004 Chair, symposium "Suppression of Host Defense Responses by Pathogens", Annual Meeting of 

the American Phytopathological Society. 
2004-2005 Member, American Phytopathological Society committee on “Priorities for Plant Pathology”. 
2003-2008 Senior Editor, Molecular Plant Pathology. 
2002 Chair, symposium "Genomics of Plant-Pathogen Interactions", Annual Meeting of the American 

Phytopathological Society. 
2003 Topical Editor, Encyclopedia of Plant and Crop Science: Fungal and oomycete diseases. 
2003 Panel member, USDA National Research Initiative Competitive Grants Program “Functional 

Genomics of Agriculturally Important Microbes”. 
2003 Invited participant, colloquium on Genomes and Pathogenesis, organized by the American 

Academy of Microbiology. 
2002 Invited participant, workshop on Research Priorities for Genomic Analysis of Plant-Associated 

Microorganisms, organized by the American Phytopathological Society Public Policy Board. 
2002-2005 Advisory Committee, NSF Research Collaboration Network on Phytophthora Molecular Genetics. 
2001-2005 Advisory Committee, Potato Genome Project, NSF Plant Genome Program. 
 

Research Funding (selected) 
 

2012-2017      “Next generation disease resistance breeding in plants”. ERC Advanced Investigator. €2,500,000. 
2011-2014   “Mechanisms of virulence and avirulence in the Avr3a family of Phytophthora”. BBSRC, £280,000. 
2011-2014   “A pipeline to identify durable late blight disease resistance in potato”. BBSRC, £300,000. 
2008-2011  “Role of the Phytophthora infestans secreted kinase CRN8 in plant disease”. BBSRC, 

£353,325.12. 
2008-2010  “Monitoring of AvrBlb1 and AvrBlb2 genes in Phytophthora infestans populations”. BASF Plant 

Science, £110,725. 
2005-2007  “Genome Sequence of P. infestans”. NSF-USDA Microbial Genome Sequencing. $3,745,458. 
2005-2007  “Genome sequence of P. capsici”. NSF-USDA Microbial Genome Sequencing. $1,729,226. 
2005-2006  “Avr genes of Phytopthora infestans”. BASF Plant Science, $140,022. 
2004-2007  “P. infestans protease inhibitors”. USDA-NRICGP Biology of Plant Microbe Associations, $365,606. 
2003-2004  “Microbial Genome Sequencing: Phytophthora”. NSF Emerging Frontiers. $457,000. 
2002-2006  "Functional Genomics of Phytophthora ". NSF Plant Genome Research Program, $1,891,617. 
1999-2002  “P. infestans transcriptome” Syngenra Crop Protection, $666,635. 
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Publications (total = 182; citations: total = ~10800, last 5 years = ~6500; h index = 59) [ResearcherID: B-3529-2009] 
 
Wu, C.-H., Belhaj, K., Bozkurt, T.O., Birk, M.S., and Kamoun, S. 2015. Helper NLR proteins NRC2a/b and NRC3 
but not NRC1 are required for Pto-mediated cell death and resistance in Nicotiana benthamiana. New Phytologist, in 
press.   
Chaparro-Garcia, A., Kamoun, S., and Nekrasov, V. 2015. Boosting plant immunity with CRISPR/Cas. Genome 
Biology, 16:254. 
Dong, S., Raffaele, S., and Kamoun, S. 2015. The two-speed genomes of filamentous pathogens: waltz with plants. 
Current Opinion in Genetics and Development, 35:57-65.  
Sharma, R., Xia, X., Cano, L.M., Evangelisti, E., Kemen, E., Judelson, H., Oome, S., Sambles, C., van den 
Hoogen, D.J., Kitner, M., Klein, J., Meijer, H.J., Spring, O., Win, J., Zipper, R., Bode, H.B., Govers, F., Kamoun, 
S., Schornack, S., Studholme, D.J., Van den Ackerveken, G., and Thines, M. 2015. Genome analyses of the 
sunflower pathogen Plasmopara halstedii provide insights into effector evolution in downy mildews and Phytophthora. 
BMC Genomics, 16:741.  
Petre, B., Lorrain, C., Saunders, D.G., Win, J., Sklenar, J., Duplessis, S., and Kamoun, S. 2015. Rust fungal 
effectors mimic host transit peptides to translocate into chloroplasts. Cellular Microbiology, in press.  
Rickett, L.M., Pullen, N., Hartley, M., Zipfel, C., Kamoun, S., Baranyi, J., and Morris, R.J. 2015. Incorporating 
prior knowledge improves detection of differences in bacterial growth rate. BMC Systems Biology, 9:60.  
Giannakopoulou, A., Steele, J.F., Segretin, M.E., Bozkurt, T., Zhou, J., Robatzek, S., Banfield, M.J., Pais, M., 
and Kamoun, S. 2015. Tomato I2 immune receptor can be engineered to confer partial resistance to the oomycete 
Phytophthora infestans in addition to the fungus Fusarium oxysporum. Molecular Plant-Microbe Interactions, in press.   
Chaparro-Garcia, A., Schwizer, S., Sklenar, J., Yoshida, K., Petre, B., Bos, J.I., Schornack, S., Jones, A.M., 
Bozkurt, T.O., Kamoun, S. 2015. Phytophthora infestans RXLR-WY effector AVR3a associates with Dynamin-
Related Protein 2 required for endocytosis of the plant pattern recognition receptor FLS2. PLOS ONE, 10:e0137071.  
Yoshida, Y., Sasaki, E., and Kamoun, S. 2015. Computational analyses of ancient pathogen DNA from herbarium 
samples: challenges and prospects. Frontiers in Plant Science, 6:771.  
Terauchi, R., Abe, A., Takagi, H., Tamiru, M., Fekih, R., Natsume, S., Yaegashi, H., Kosugi, S., Kanzaki, H., 
Matsumura, H., Saitoh, H., Yoshida, K., Cano, L., and Kamoun, S. 2015. Whole genome sequencing to identify 
genes and QTL in rice. In Advances in the Understanding of Biological Sciences Using Next Generation Sequencing 
(NGS) Approaches, pp. 33-41.  
Maqbool, A., Saitoh, H., Franceschetti, M., Stevenson, C.E.M., Uemura, A., Kanzaki, H., Kamoun, S., Terauchi, 
R., and Banfield, M.J. 2015. Structural basis of pathogen recognition by an integrated HMA domain in a plant NLR 
immune receptor. eLife, 4:e08709.  
Ilyas, M., Horger, A.C., Bozkurt, T.O., van den Burg, H.A., Kaschani, F., Kaiser, M., Belhaj, K., Smoker, M., 
Joosten, M.H.A.J., Kamoun, S., and van der Hoorn, R.A.L. 2015. Functional divergence of two secreted immune 
proteases of tomato. Current Biology, 25:2300-2306.  
Rallapalli G., Fraxinus Players, Saunders, D.G., Yoshida, K., Edwards, A., Lugo, C.A., Collin, S., Clavijo, B., 
Corpas, M., Swarbreck, D., Clark, M., Downie, J.A., Kamoun, S., Team Cooper, and MacLean, D. 2015. 
Lessons from Fraxinus, a crowd-sourced citizen science game in genomics. eLife, 4:e07460.  
Fujisaki, K., Abe, Y., Ito, A., Saitoh, H., Yoshida, K., Kanzaki, H., Kanzaki, E., Utsushi, H., Yamashita, T., 
Kamoun, S., and Terauchi, R. 2015. Rice Exo70 interacts with a fungal effector, AVR-Pii and is required for AVR-
Pii-triggered immunity. Plant Journal, 83:875-887.  
Patron, N.J., Orzaez, D., Marillonnet, S., Warzecha, H., Matthewman, C., Youles, M., Raitskin, O., Leveau, A., 
Farre, G., Rogers, C., Smith, A., Hibberd, J., Webb, A.A., Locke, J., Schornack, S., Ajioka, J., Baulcombe, D.C., 
Zipfel, C., Kamoun, S., Jones, J.D., Kuhn, H., Robatzek, S., Van Esse, H.P., Sanders, D., Oldroyd, G., Martin, 
C., Field, R., O'Connor, S., Fox, S., Wulff, B., Miller, B., Breakspear, A., Radhakrishnan, G., Delaux, P.M., 
Loque, D., Granell, A., Tissier, A., Shih, P., Brutnell, T.P., Quick, W.P., Rischer, H., Fraser, P.D., Aharoni, A., 
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Raines, C., South, P.F., Ane, J.M., Hamberger, B.R., Langdale, J., Stougaard, J., Bouwmeester, H., Udvardi, 
M., Murray, J.A., Ntoukakis, V., Schafer, P., Denby, K., Edwards, K.J., Osbourn, A., Haseloff, J. 2015. 
Standards for plant synthetic biology: a common syntax for exchange of DNA parts. New Phytologist, 208:13-19.  
Solovyeva, I., Schmuker, A., Cano, L.M., van Damme, M., Ploch, S., Kamoun, S., and Thines, M. 2015. 
Evolution of Hyaloperonospora effectors: ATR1 effector homologs from sister species of the downy mildew pathogen 
H. arabidopsidis are not recognised by RPP1WsB. Mycological Progress, 14:53-62.  
Oliva, R.F., Cano, L., Raffaele, S., Win, J., Bozkurt, T.O., Belhaj, K., Oh, S., Thines, M., and Kamoun, S. 2015. A 
recent expansion of the RXLR effector gene Avrblb2 is maintained in global populations of Phytophthora infestans 
indicating different contributions to virulence. Molecular Plant-Microbe Interactions, 28:901-912.  
Du, J., Verzaux, E., Chaparro-Garcia, A., Bijsterbosch, G., Keizer, L.C.P., Zhou, J., Liebrand, T.W.H., Xie, C., 
Govers, F., Robatzek, S., van der Vossen, E.A.G., Jacobsen, E., Visser, R.G.F., Kamoun, S., and 
Vleeshouwers, V.G.A.A. 2015. Elicitin recognition confers enhanced resistance to Phytophthora infestans in potato. 
Nature Plants, 1, 15034.   
Takagi, H., Tamiru, M., Abe, A., Yoshida, K., Uemura, A., Yaegashi, H., Obara, T., Oikawa, K., Utsushi, H., 
Kanzaki, E., Mitsuoka, C., Natsume, S., Kosugi, S., Kanzaki, H., Matsumura, H., Urasaki, N., Kamoun, S., and 
Terauchi, R. 2015. MutMap accelerates breeding of a salt-tolerant rice cultivar. Nature Biotechnology, 33:445-449.   
Hubbard, A., Lewis, C.M., Yoshida, K., Ramirez-Gonzalez, R.H., de Vallavieille-Pope, C., Thomas, J., Kamoun, 
S., Bayles, R., Uauy, C., and Saunders, D.G.O. 2015. Field pathogenomics reveals the emergence of a diverse 
wheat yellow rust population. Genome Biology, 16:23.   
Wu, C.-H., Krasileva, K.V., Banfield, M.J., Terauchi, R.T., and Kamoun, S. 2015. The sensor domains of plant 
NLR proteins: more than decoys? Frontiers in Plant Science, 6:134.  
Petre, P., Saunders, D.G.O, Sklenar, J., Lorrain, C., Win, J., Duplessis, S., and Kamoun, S. 2015. Candidate 
effector proteins of the rust pathogen Melampsora larici-populina target diverse plant cell compartments. Molecular 
Plant-Microbe Interactions, 28:689-700.  
Bozkurt, T.O., Belhaj, K., Dagdas, Y.F., Chaparro-Garcia, A., Wu, C.-H., Cano, L.M., and Kamoun, S. 2015. 
Rerouting of plant late endocytic trafficking towards a pathogen interface. Traffic, 16:204-226.  
Kamoun, S., Furzer, O., Jones, J.D.G., Judelson, H.S., Ali, G.S., Dalio, R.J.D., Roy, S.G., Schena, L., 
Zambounis, A., Panabieres, F., Cahill, D., Ruocco, M., Figueiredo, A., Chen, X-R., Hulvey, J., Stam, R., 
Lamour, K., Gijzen, M., Tyler, B.M., Grunwald, N.J., Mukhtar, M.S., Tome, D.F.A., Tor, M., Van den Ackerveken, 
G., McDowell, J., Daayf, F., Fry, W.E., Lindqvist-Kreuze, H., Meijer, H.J.G., Petre, B., Ristaino, J., Yoshida, K., 
Birch, P.R.J., and Govers, F. 2015. The Top 10 oomycete pathogens in molecular plant pathology. Molecular Plant 
Pathology, 16:413-434.  
Belhaj, K., Chaparro-Garcia, A., Kamoun, S., Patron, N.J., and Nekrasov, V. 2014. Engineering plant genomes 
with CRISPR/Cas9. Current Opinion in Biotechnology, 32:76-84.  
Giannakopoulou, A., Schornack, S., Bozkurt, T.O., Haart, D., Ro, D.K., Faraldos, J.A., Kamoun, S., and 
O'Maille, P.E. 2014. Variation in capsidiol sensitivity between Phytophthora infestans and Phytophthora capsici is 
consistent with their host range. PLOS ONE, 9:e107462.  
Lee, H.A., Kim, S.Y., Oh, S.K., Yeom, S.I., Kim, S.B., Kim, M.S., Kamoun, S., and Choi, D. 2014. Multiple 
recognition of RXLR effectors is associated with nonhost resistance of pepper against Phytophthora infestans. New 
Phytologist, 203:926-938.  
Bozkurt, T.O., Richardson, A., Dagdas, Y.F., Mongrand, S., Kamoun, S., Raffaele, S. 2014. The plant 
membrane-associated REM1.3 remorin accumulates in discrete perihaustorial domains and enhances susceptibility 
to Phytophthora infestans. Plant Physiology, 165:1005-1018.  
Yoshida, K., Burbano, H.A., Krause, J., Thines, M., Weigel, D., and Kamoun, S. 2014. Mining herbaria for plant 
pathogen genomes: back to the future. PLOS Pathogens, 10:e1004028.  
Segretin, M.E., Pais, M., Franceschetti, M., Chaparro-Garcia, A., Bos, J.I., Banfield, M.J., and Kamoun, S. 
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2014. Single amino acid mutations in the potato immune receptor R3a expand response to Phytophthora effectors. 
Molecular Plant-Microbe Interactions, 27:624-637.  
Nemri, A., Saunders, D.G., Anderson, C., Upadhyaya, N.M., Win, J., Lawrence, G., Jones, D., Kamoun, S., 
Ellis, J., and Dodds, P. 2014. The genome sequence and effector complement of the flax rust pathogen 
Melampsora lini. Frontiers in Plant Science, 5:98.  
King, S.R.F., McLellan, H., Boevink, P.C., Armstrong, M.R., Bukharova, B., Sukarta, O., Win, J., Kamoun, S., 
Birch, P.R.J., and Banfield, M.J. 2014. Phytophthora infestans RXLR effector PexRD2 interacts with host 
MAPKKKe to suppress plant immune signaling. Plant Cell, 26:1345-1359.  
Petre, B., and Kamoun, S. 2014. Unsolved mystery - How do filamentous pathogens deliver effector proteins into 
plant cells? PLOS Biology, 12:e1001801.  
Dong, S., Stam, R., Cano, L.M., Song, J., Sklenar, J., Yoshida, K., Bozkurt, T.O., Oliva, R., Liu, Z., Tian, M., 
Win, J., Banfield, M.J., Jones, A.M.E., van der Hoorn, R.A.L., and Kamoun, S. 2014. Effector specialization in a 
lineage of the Irish potato famine pathogen. Science, 343:552-555.  
Lin, K., Limpens, E., Zhang, Z., Ivanov, S., Saunders, D.G.O., Mu, D., Pang, E., Cao, H., Cha, H., Lin, T., Zhou, 
Q., Shang, Y., Li, Y., Sharma, T., van Velzen, R., de Ruijter, N., Aanen, D.K., Win, J., Kamoun, S., Bisseling, T., 
Geurts, R., and Huang, S. 2014. Single nucleus genome sequencing reveals high similarity among nuclei of an 
endomycorrhizal fungus. PLOS Genetics, 10:e1004078.  
Qi, J., Liu, X., Shen, D., Miao, H., Xie, B., Li, X., Zeng, P., Wang, S., Shang, Y., Gu, X., Du, Y., Li, Y., Lin, T., 
Yuan, J., Yang, X., Chen, J., Chen, H., Xiong, X., Huang, K., Fei, Z., Mao, L., Tian, L., Stadler, T., Renner, S.S,, 
Kamoun, S., Lucas, W.J., Zhang, Z., Huang, S. 2013. A genomic variation map provides insights into the genetic 
basis of cucumber domestication and diversity. Nature Genetics, 45:1510-1515.  
Kosugi, S., Natsume, S., Yoshida, K., MacLean, D., Cano, L., Kamoun, S., and Terauchi, R. 2013. Coval: 
Improving alignment quality and variant calling accuracy for next-generation sequencing data. PLOS ONE, 8:e75402.  
Belhaj, K., Chaparro-Garcia, A., Kamoun, S. and Nekrasov, V. 2013. Plant genome editing made easy: targeted 
mutagenesis in model and crop plants using the CRISPR/Cas system. Plant Methods, 9:39.  
Cano, L.M., Raffaele, S., Haugen, R.H., Saunders, D.G.O., Leonelli, L., MacLean, D., Hogenhout, S.A., and 
Kamoun, S. 2013. Major transcriptome reprogramming underlies floral mimicry induced by the rust fungus Puccinia 
monoica in Boechera stricta. PLOS ONE, 8:e75293.  
Fekih, R., Takagi, H., Tamiru, M., Abe, A., Natsume, S., Yaegashi, H., Sharma, S., Sharma, S., Kanzaki, H., 
Matsumura, H., Saitoh, H., Mitsuoka, C., Utsushi, H., Uemura, A., Kanzaki, E., Kosugi, S., Yoshida, K., Cano. 
L., Kamoun, S., and Terauchi, R. 2013. MutMap+: Genetic mapping and mutant identification without crossing in 
rice. PLOS ONE, 8:e68529.  
Nekrasov, V., Staskawicz, B., Weigel, D., Jones, J.D.G., and Kamoun, S. 2013. Targeted mutagenesis in the 
model plant Nicotiana benthamiana using Cas9 RNA-guided endonuclease. Nature Biotechnology, 31:691-693.  
Pais, M., Win, J., Yoshida, K., Etherington, G.J., Cano, L.M., Raffaele, S., Banfield, M.J., Jones, A., Kamoun, 
S., and Saunders, D.G.O. 2013. From pathogen genomes to host plant processes: the power of plant parasitic 
oomycetes. Genome Biology, 14:211.  
Takagi, H., Uemura, A., Yaegashi, H., Tamiru, M., Abe, A., Mitsuoka, C., Utsushi, H., Natsume, S., Kanzaki, H., 
Matsumura, H., Saitoh, H., Yoshida, K., Cano, L.M., Kamoun, S., Terauchi, R. 2013. MutMap-Gap: whole-
genome resequencing of mutant F2 progeny bulk combined with de novo assembly of gap regions identifies the rice 
blast resistance gene Pii. New Phytologist, 200:276-283.  
Banfield, M.J., and Kamoun, S. 2013. Hooked and cooked: A fish killer genome exposed. PLOS Genetics, 
9:e1003590.  
Xia, S., Cheng, Y.T., Huang, S., Win, J., Soards, A., Jinn, T.L., Jones, J., Kamoun, S., Chen, S., Zhang, Y., Li, 
X. 2013. Regulation of transcription of NB-LRR-encoding genes SNC1 and RPP4 via H3K4 tri-methylation. Plant 
Physiology, 162:1694-1705.  
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Yoshida, K., Schuenemann, V., Cano, C., Pais, P, Mishra, B., Sharma, R., Lanz, C., Martin, F., Kamoun, S., 
Krause, J., Thines, M., Weigel, D., and Burbano, H. 2013. The rise and fall of the Phytophthora infestans lineage 
that triggered the Irish potato famine. eLife, 2:e00731.  
Cantu, D., Segovia, V., Maclean, D., Bayles, R., Chen, X., Kamoun, S., Dubcovsky, J., Saunders, D.G., and 
Uauy, C. 2013. Genome analyses of the wheat yellow (stripe) rust pathogen Puccinia striiformis f. sp. tritici reveal 
polymorphic and haustorial expressed secreted proteins as candidate effectors. BMC Genomics, 14:270.   
Sharma, S., Sharma, S., Hirabuchi, A., Yoshida, K., Fujisaki, K., Ito, A., Uemura, A., Terauchi, R., Kamoun, S., 
Sohn, K.H., Jones, J.D., and Saitoh, H. 2013. Deployment of Burkholderia glumae type III secretion system as an 
efficient tool for translocating pathogen effectors to monocot cells. Plant Journal, 74:701-712.  
MacLean, D., Yoshida, K., Edwards, A., Crossman, L., Clavijo, B., Clark, M., Swarbreck, D., Bashton, M., 
Chapman, P., Gijzen, M., Caccamo, M., Downie, A., Kamoun, S., and Saunders, D. 2013. Crowdsourcing 
genomic analyses of ash and ash dieback -- power to the people. GigaScience, 2:2.   
Takagi, H., Abe, A., Yoshida, K., Kosugi, S., Natsume, S., Mitsuoka, C., Uemura, A., Utsushi, H., Tamiru, M., 
Takuno, S., Innan, H., Cano, L.M., Kamoun, S., and Terauchi, R. 2013. QTL-seq: Rapid mapping of quantitative 
trait loci in rice by whole genome resequencing of DNA from two bulked populations. Plant Journal, 74:74-183.  
Wang, E., Schornack, S., Marsh, J.F., Gobbato, E., Schwessinger, B., Eastmond, P., Schultze, M., Kamoun, S., 
and Oldroyd, G.E.D. 2012. A common signaling process that promotes mycorrhizal and oomycete colonization of 
plants. Current Biology, 22:2242-2246.  
Cooke, D.E.L., Cano, L.M., Raffaele, S., Bain, R.A., Cooke, L.R., Etherington, G.J., Deahl, K.L., Farrer, R.A., 
Gilroy, E.M., Goss, E.M., Grunwald, N.J., Hein, I., MacLean, D., McNicol, J.W., Randall, E., Oliva, R.F., Pel, 
M.A., Shaw, D.S., Squires, J.N., Taylor, M.C., Vleeshouwers, V.G.A.A., Birch, P.R.J., Lees, A.K., and Kamoun, 
S. 2012. Genome analyses of an aggressive and invasive lineage of the Irish potato famine pathogen. PLoS 
Pathogens, 8:e1002940.  
Saunders, D.G.O., Breen, S., Win, J., Schornack, S., Hein, I., Bozkurt, T.O., Champouret, N., Birch, P.R.J., 
Gilroy, E.M., and Kamoun, S. 2012. Host protein BSL1 associates with Phytophthora infestans RXLR effector AVR2 
and the Solanum demissum immune receptor R2 to mediate disease resistance. Plant Cell, 24:3420-3434.  
Lamour, K.H,, Mudge, J., Gobena, D., Hurtado-Gonzales, O.P., Schmutz, J., Kuo, A., Miller, N.A., Rice, B.J., 
Raffaele, S., Cano, L.M., Bharti, A.K., Donahoo, R.S., Finley, S., Huitema, E., Hulvey, J., Platt, D., Salamov, A., 
Savidor, A., Sharma, R., Stam, R., Storey, D., Thines, M., Win, J., Haas, B.J., Dinwiddie, D.L., Jenkins, J., 
Knight, J.R., Affourtit, J.P., Han, C.S., Chertkov, O., Lindquist, E.A., Detter, C., Grigoriev, I.V., Kamoun, S., 
Kingsmore, S.F.. 2012. Genome sequencing and mapping reveal loss of heterozygosity as a mechanism for rapid 
adaptation in the vegetable pathogen Phytophthora capsici. Molecular Plant-Microbe Interactions, 25:1350-1360.  
van Damme, M., Bozkurt, T.O., Cakir, C., Sklenar, J., Jones, A.M.E., and Kamoun, S. 2012. The Irish potato 
famine pathogen Phytophthora infestans translocates the CRN8 kinase into host plant cells. PLoS Pathogens, 
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